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Peptide Modifications

. How are peptides modified in cells?
Acetylation
Phosphorylation
Methylation
Methionine oxidation
Glycosylation
Disulfide linkages
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1I. Comparison of modified and unmodified peptides

111, Searching for modified peptides: phosphorylation
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+ ESEMS/MS spectrum of the peak at mvr 5728 (top! and the peak at ¥z 612.8 {heuom)
Spot.s 57 and 48. The sequence of the unmodified peptide is as foliows: (ACIASGVAVSDGVIK,

Hathout et al, J. Proteome Research 1: 435 (2002)

found in tryptic digest progucts from



